ABSTRACT Flavobacterium johnsoniae CI04 was coisolated with Bacillus cereus from a root of a field-grown soybean plant in Arlington, WI, and selected as a model for studying commensalism between members of the Cytophaga-FlavobacteriumBacteroides group and B. cereus. Here we report the draft genome sequence of F. johnsoniae CI04 obtained by Illumina sequencing.
We predict that the genome sequence will be useful in probing biocontrol and antibiotic activities of F. johnsoniae CI04 and in unraveling the genetic mechanisms driving its interactions with other rhizosphere microbes and plant hosts. These findings may then shed light on the larger ecological role played in the soil by members of the Bacteroidetes phylum, which is poorly understood. Accession number(s). This whole-genome shotgun project has been deposited at DDBJ/ENA/GenBank under the accession no. MLFK00000000. The version described in this paper is the first version.
